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lllumina DNA Prep 80 pM
[llumina DNA Prep with Enrichment 60 pM
[lumina RNA Prep with Enrichment 80 pM
lllumina DNA PCR-Free 120 pM
TruSeq™ DNA PCR-Free 120 pM
TruSeq DNA Nano 120 pM
[llumina Viral Surveillance Panel v2 80 pM
[llumina Microbial Amplicon Prep—Influenza A/B 80 pM
Respiratory Pathogen ID/AMR Enrichment Panel 80 pM
Urinary Pathogen ID/AMR Panel 80 pM
TruSight™ RNA Pan-Cancer 80 pM
16S rRNA Amplicon® 60 pM
Pillar® oncoReveal™ Myeloid Panel 80 pM
Pillar oncoReveal Essential MPN Panel 80 pM
Pillar oncoReveal Multi-Cancer v4 with CNV Panel 80 pM
Pillar oncoReveal BRCA1 & BRCA2 plus CNV Panel 80 pM
PhiX Control v3 120 pM
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https://knowledge.illumina.com/instrumentation/general/instrumentation-general-troubleshooting-list/000002308
https://knowledge.illumina.com/instrumentation/general/instrumentation-general-troubleshooting-list/000002308
https://jp.support.illumina.com/content/dam/illumina-support/documents/documentation/chemistry_documentation/16s/16s-metagenomic-library-prep-guide-15044223-b-jpn.pdf
https://jp.support.illumina.com/content/dam/illumina-support/documents/documentation/chemistry_documentation/16s/16s-metagenomic-library-prep-guide-15044223-b-jpn.pdf
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https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/ilmn-dna-pcr-free-prep-novaseq-x-tech-note-m-gl-02388/ilmn-dna-pcr-free-prep-novaseq-x-tech-note-m-gl-02388.pdf
https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/ilmn-dna-pcr-free-prep-novaseq-x-tech-note-m-gl-02388/ilmn-dna-pcr-free-prep-novaseq-x-tech-note-m-gl-02388.pdf
https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/ilmn-dna-pcr-free-prep-novaseq-x-tech-note-m-gl-02388/ilmn-dna-pcr-free-prep-novaseq-x-tech-note-m-gl-02388.pdf
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