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What are the main features andbenefits of the TruSeqNeurodegeneration SequencingPanel?
• Affordable sequencingsolution* withbroad coverageof118genesassociatedwithmajorneurodegenerative diseases
•Content targetsprotein-codingand regulatory regions: exons, introns, untranslated regions (UTRs), and promoters
• Integrated, streamlinedworkflowusingNextera®RapidCapture librarypreparationchemistry

Whatneurodegenerative diseasesare associatedwith genes included in the TruSeqNeurodegeneration SequencingPanel?
• Alzheimer'sDisease
• Parkinson'sDisease
• Amyotrophic LateralSclerosis (ALS)
• FrontotemporalDementia
• DementiawithLewyBodies
• Dystonia
• EarlyOnsetDementia

Howwascontent for the panel selected?
Contentwasbased on recentlypublished findings. Targeted geneswere selected aseither risk-validated genesorgenes
with loci found viaGenome-WideAssociationStudies (GWAS).1–9Risk-validated locihavebeenestablished asrisk loci
associatedwithneurodegenerative diseasesbypublished studies.

Will the full list of genes includedon the panel be available for review?
Illumina canprovide agene list and amanifest file for the TruSeqNeurodegenerationSequencingPanelundera standard
confidentialdisclosure agreement (CDA).

What is included in a TruSeqNeurodegeneration SequencingPanelKit?
TruSeqNeurodegenerationKits include all the reagentsneeded toprepare libraries, poolsamples, and enrich for targeted
regionswith theNexteraRapid Capture assay. After enrichment, the librariesare ready for sequencing.

Canmultiple librariesbe pooled for a single RapidCapture reaction?
Yes, up to12tagmented samplescanbepooled and processed together for the enrichment portionof the libraryprep
protocol.

What is the minimumamountof DNA input for libraryprep?
The input requirement is50ngofgenomicDNA(gDNA).

Are formalin-fixed, paraffin-embedded (FFPE) samples supported?
High-qualityDNAis recommended for the standard protocol. DNAfromFFPEsamples isnot currently supported for the
TruSeqNeurodegenerationSequencingPanel.

How long does it take to prepare sequencing-ready libraries?
Librarypreparationcanbecompleted in1.5days (~30hours)with~5hoursofhands-on time. Librariescanbe loaded onto
an Illumina next-generationsequencing (NGS)platformon the afternoonof the second day.

What instruments can the librariesbe sequencedon?
TruSeqNeurodegeneration librariescanbe sequenced onany IlluminaNGSplatform. However, it would bemore cost-
effective tosequenceonaNextSeq®SeriesorHiSeq®Series instrument thanaMiSeq®System.

How isdata generatedwith the TruSeqNeurodegeneration SequencingPanel analyzed?
Data canbe instantly transferred, stored, and analyzed securely inBaseSpace®SequenceHub, the Illumina cloud-based
genomicscomputingenvironment. BaseSpaceApps, featuring intuitive, push-buttonuser interfacescanbeused to
analyzedata generatedwith the TruSeqNeurodegenerationSequencingPanel, without the need forbioinformatics
expertise.

TruSeq® Neurodegeneration Sequencing Panel
Get answers to frequently asked questions about this targeted sequencing solution for
investigation of candidate genes associated with major neurodegenerative diseases.

*Targeted sequencing of 118 genes is a more cost-effective solution, compared to whole-genome or whole-exome sequecing for tens of thousands of samples. The
price point for this sequencing panel is similar to genotyping array products.
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When can ordersbe placed for the TruSeqNeurodegeneration SequencingPanel?
IlluminawillbeginacceptingordersonJuly17, 2017.

Howare ordersplaced for the TruSeqNeurodegeneration SequencingPanel?
TheTruSeqNeurodegenerationSequencingPanelcannot beordered through the Illuminawebsite. Please contact your
localaccount representative oremailconsortiamanager@illumina.comand an Illumina representativewill contact you to
answerquestionsand help youplace yourorder.

What is the minimumnumber of samples that can be ordered?
Theminimumnumberofsamples that canbeordered is48samples. Therewillbe twokit configurations tochoose from:
• TruSeqNeurodegenerationSequencingPanel (24 indexes, 48samples, 4enrichments)
• TruSeqNeurodegenerationSequencingPanel (96 indexes, 288samples, 24enrichments)

Whenwill the TruSeqNeurodegeneration SequencingPanel be shipping?
Shippingwillbegin inSeptemberof2017.
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